Supplementary Figure 7: Binding site plots for novel CRMs

Binding site plots for novel CRMs described in Supplementary Table 2.
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Nearby genes: CG9650 , CG1958
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Nearby genes: CG5291 , CG18313
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Nearby genes: bgm , rk
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Nearby genes: CG5557 , CG14282 , CG5555
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